Another interesting observation is the presence of good overlap of ligand interacting residues of NS3 protease bound to telaprevir and NS3 protease bound to ligands (Punicalin, Punicalagin and Ellagic acid) from Punica granatum. This shows that the mode of interaction and inhibition of the ligands namely, Telaprevir, Punicalin, Punicalagin and Ellagic acid are similar.
Supplementary table S1
Correctly predicted interacting residues and interactions in the modelled complex of NS3
bound to Telaprevir
Correctly predicted ligand interacting residues from enzyme, enzyme interacting ligand residues and interactions in the docked NS3-telapravir complex when compared to the crystal structure of NS3-telaprevir complex (PDB id : 3sv6) are listed. The amino acid numbering and the ligand atom names are according to the PDB structure : 3sv6. 
Supplementary tables S2, S3, S4 and S5

Unfavourable interactions between porcine pancreatic trypsin and ligand molecules
Ligand interacting residues which are also substrate interacting residues in NS3 protease is listed.
The structurally equivalent residue of the substrate interacting residues in NS3 protease in trypsin is also listed. Unfavourable structural and physicochemical features in the amino acids of trypsin as listed in the tables could be a reason for inability of the ligands to inhibit trypsin. 
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SUPPLEMENTARY FIGURE: S1
HPLC finger print of Punica granatum fruit peel. The analytical RP-HPLC of P. granatum fruit peel methanolic extract (sample) was run along with standard reference compounds punicalin, punicalagin (α+β) and ellagic acid. These compounds were identified as major constituents in extract identified as major constituents in extract 
